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I
Fungal diseases have long carried a burden far greater

than the attention they have received. Their impact on hu-
man health is profound, yet their urgency has remained
obscured, a reality reflected in evidence highlighting the
persistent and systemic underestimation of pathogenic
fungi [1]. Taking a backseat to viral and bacterial infec-
tions on funding support, delayed diagnoses, high mortali-
ty, and limited surveillance frameworks have allowed
these infections to remain hidden in plain sight, even as
their global significance continues to grow.

Recent analyses have clarified what has long remained
obscured. Denning estimated that serious fungal disecases
affect approximately 6.5 million people annually and are
associated with about 3.8 million deaths, including an es-
timated 2.5 million directly caused by fungal infection
[2]. These numbers suggest that fungal diseases may ac-
count for 6%-7% of global mortality [3]. Brown et al. de-
scribed them as "hidden killers", emphasizing that limited
diagnostics and restricted therapeutic options had imped-
ed recognition of their true burden [4]. Xia ef al. estimat-
ed that pulmonary fungal infections account for 5.62 mil-
lion incident cases and over 45,000 deaths annually, with
a disproportionately heavy disease burden persisting in re-
gions with lower sociodemographic indices [5].
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The forces shaping fungal disease epidemiology contin-
ue to evolve. The widespread use of antifungal drugs in
the clinic or environment (partially) triggered the emer-
gence of drug-resistant fungal pathogens, including, but
not limited to, Candida auris, C. parapsilosis, C. glabra-
ta, Aspergillus fumigatus, etc. Whereas the growing popu-
lations of immunocompromised patients, advances in in-
tensive care, and demographic shifts all contribute to ris-
ing vulnerability. Environmental and climate factors may
further alter fungal ecology. In 2022, the World Health
Organization released the first Fungal Priority Pathogens
List (FPPL), identifying 19 pathogens of global concern
and calling for coordinated improvements in diagnostics,
therapeutics, surveillance, and research [6]. The FPPL
signaled a broader recognition that fungal diseases must
be addressed with greater precision and urgency [7].

With the ultimate goal of highlighting the importance of
fungal infections, we launch iFungi (eISSN 3079-7284).
As an international, peer-reviewed, open-access journal
dedicated to medical mycology, iFungi aims to provide a
unified home for research that has long been dispersed
across disciplines. The field spans microbiology, infec-
tious diseases, oncology, immunology, critical care, and
public health, but this breadth has fragmented the evi-
dence base and limited shared direction, and key data for
guidelines and policy remain scattered. Additionally, ba-
sic and clinical advances often progress in parallel. A ded-
icated venue for human pathogenic fungi, one that brings
together mechanistic, clinical, and population-level in-
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sights, has been lacking. iFungi seeks to close this gap by
providing a focused platform that brings together scientif-
ic, clinical, and public health evidence. Integration is cen-
tral to our mission: real progress in medical mycology de-
pends on connecting molecular mechanisms, clinical ob-
servations, and population-level data. By linking these di-
mensions, we aim to guide clearer directions for research,
clinical care, and public health.

Our scope reflects this intention. 1) We welcome basic
studies that advance understanding of fungal genetics, cell
biology, virulence, host-pathogen interactions, and eco-
logical determinants, particularly when they illuminate
clinical phenomena or suggest new diagnostic or thera-
peutic pathways. 2) We encourage clinical research that
improves diagnosis, treatment, and patient outcomes, in-
cluding work in high-risk populations such as transplant
recipients, patients receiving cancer therapy, those under
intensive immunosuppression, and individuals in critical
care. 3) We support innovation in diagnostics and thera-
peutics, from rapid and point-of-care testing to multi-
omics approaches, antifungal drug development and re-
purposing, novel formulations, combination therapy, im-
munotherapy,and vaccine discovery. 4) We also recog-
nize the essential roles of epidemiology and public health,
including burden estimation, resistance surveillance, out-
break analysis and environmental or climate-linked
drivers of disease. 5) Finally, we welcome methodologi-
cal advances from disciplines beyond traditional medical
mycology, such as computational biology, engineering,
materials science, systems immunology and data science,
when they offer new insights or solutions. Notably, high-
quality data from all settings, whether high-burden, re-
source-limited or well-resourced, are crucial for a global-
ly relevant evidence base. iFungi is committed to provid-
ing an inclusive and equitable platform in which submis-
sions are judged solely on scientific rigor, originality, and
relevance, ensuring that valuable contributions from ev-
ery region can shape the field.

The "i" in iFungi outlines the agenda we intend to pur-
sue: to identify fungal threats with precision; to promote
innovation in diagnostics, therapeutics, and prevention;
to integrate basic, clinical, and public health perspec-
tives; to inform guidelines, stewardship, and policy; and
to inspire new investigators and amplify work from re-
gions most affected by fungal disease. These commit-
ments will guide the journal’s development and our edito-
rial priorities.
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Medical mycology is entering a decisive period. The
burden of disease is better recognized; populations at risk
continue to expand; and emerging technologies, genomic
tools, imaging, multi-omics platforms, digital surveil-
lance, and novel therapeutics are reshaping what is possi-
ble. Yet many regions with the highest mortality continue
to lack essential diagnostics, antifungal agents, and
surveillance capacity. Addressing these challenges re-
quires coordinated scientific, clinical, and public health
engagement, supported by a dedicated platform able to
connect evidence across disciplines and regions. iFungi
was created to help meet this need.

We invite colleagues across fungal biology, clinical my-
cology, diagnostics, therapeutics, epidemiology, and glob-
al health to bring your high-quality work to iFungi. We
also warmly welcome experts from any discipline whose
tools, theories, or technologies may illuminate new solu-
tions to fungal disease. Together, we can help build a new
era in medical mycology, one marked not by neglect, but
by recognition, momentum, and sustained progress.
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